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Background Objectives
In terrestrial ecosystems, nitrogen (N) fertilization of agricultural soils is the This study aimed to investigate the effect of plant presence on soil N,O
major source of nitrous oxide (N,O) emissions. Most of previous incubation emission and denitrification genes.

experiments did not include plants and, therefore, plant-microbe-soil
interactions remain mostly unexplored. The presence of plants has multiple
effects on the soil and its microbiome. Therefore, it is crucial to understand
the influence of plants on the soil denitrifying community.

Methods

Our experiment consisted of two groups, bare soil and soil with grass

(Lolium perenne), each with 4 different fertilizer levels (0, 5, 10, and 20 g N
m-2). The closed-chamber approach was used to measure soil N,O fluxes.
Real-time PCR assays were performed to assess the abundance of genes

Involved in denitrification.
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Fig. 1. N,O emission dynamics and cumulative N,O emission during the incubation number per g dry soil in bare soil and soil with grass under different fertilization levels (0, 5, 10
period (56 days) from bare soil (A) and soil with grass (B). and 20 g N m2) at the end of the incubation period (days 56) (* p<0.05, t p<0.1).
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